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Table 1: Distribution of mitochondrial haplotypes in the Persian sturgeon collections analyzed.

. . el w4l . e P
Egoo Ll g 00k v ’ N ol Ay, Ll lishls 0 loutd
\ \ A \
Y Y B Y
\ \ C Y
AR Y \ Y Y Y D ¥
\ \ E o
A Y \ Y Y F 4
¥ \ Y \ G \4
\ \ H A
s Y \ | b
A \ \ Y J \-
Y \ A\ K AR
Y Y L \Y
TN v 5 5 5 5 5 5 £ sazx0

o5 bl p FsD) co 23l ey @S
sls oles (Felsenstein, 1995) Kimura s yie,bgo

sl e ailie A Sl Sl alonls slatiges
B 5 o)l 92y Jp3 BB Sy ees 5
ax (P< e+ 0)) 00 5 ovaline bl (S p 0 (g o gixe
5 (P=+/++Y) Bonferroni zowas <o po s sl
Nisgss s sime 525 Sblie (s S 3e BT | 5
Dy &lbog; bl ladiges G IS Iy
o P<e100) wile BL o sme lul,dT s,
oS Bonferroni cos 5l ow g L8 (bl plo
(Y Jgoz) 20,5 oaaline (S

as ol glis (AMOVA)  Jssse  Luibyly  5JUT
Gblis 5l can o Jlpl plewl ;o g)ls goe S
PO oSy sk (P < /o 0)) o)ls o925 455 glyyo
Sy alie gble slodiges (o ;5 il)ly wo)s
080> 5 aiged G lly S o P <o e )
35 5 LYY 5 (P o= [ FYY) UV YA baara
P <efee)) 0g bises

sY

A gy 4.3.>l) 9 </AfY £ ./.VY \)s)..\.:.é.w 45[505)
plo b ooy, san aildog, glpl alewl sladiges
) oyl gyl gime S (g kel Ll 5l ladiges
sl g Mont-Carlo jsg, b slS gy 3JUT (P <
ol 5 MIDNA- 8 axb slacobshle gl )3
@5z 4>l 59 09, wi wlbog) sleaiged nlishle
ool S 5l as 0g (eoph) ¥ oasb L by
(X0 = BYIAS (P< efee v} ) cutls (gl sime DS
Slaiges a5 wols gl puzmes mls (Y Jgoo)
Lol mbshle Sl SBT3 aw, adlase
Sl s Ml g ol bl ple slodiges plu
aS el opl ks a5 (P< +/v v 1) 09 o sme 5,)Le]
30,0t dilzog, allen o dibie (pl (sladiges
5UT 5 axiwe Sl calewl 4Bl ploe slocares


https://dor.isc.ac/dor/20.1001.1.10261354.1399.29.1.1.9
http://isfj.ir/article-1-662-en.html

[ Downloaded from isfj.ir on 2026-01-07 ]

[ DOR: 20.1001.1.10261354.1399.29.1.1.9 ]

e FS wal b Mg 958 s OlKan 5 5,5k

(@2 SD uigilsy g9 gh £ S.D (wlishly £93) Jlpl (plowli slodiges (Suiij £955 gobaw ¥ Jour
Table 2: Levels of genetic diversity within the samples of the Persian sturgeon (h, haplotype diversity;
m, nucleotide diversity. Data shown as mean + standard error.
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Table 3: Comparison of pairwise Fst values (above diagonal) and pairwise chi-square values (below diagonal)
between collections of A. persicus examined. Significant numbers were shown with an asterisk.
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Figure 1: An UPGMA tree of the population genetic distances (Nei, 1972) for the mtDNA control region sequence data

from Persian sturgeon.
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Table 4: Population genetic studies of sturgeons using mtDNA D loop region.
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Abstract

Direct mitochondrial DNA (mtDNA) control region sequencing analysis was used to
investigate population genetic structure of Persian sturgeon (Acipenser persicus) in the
Caspian Sea. A total of 45 specimens were collected from different locations of the Caspian
Sea. mtDNA control region was amplified using PCR. Direct sequencing was performed
according to a standard method. The results showed that 12 haplotypes were observed among
45 samples in the method. The highest numbers of haplotypes were observed in the Sefidrud
River in which 3 haplotypes A, B and E among them were specific for the river and were not
observed in the other locations. The average haplotype diversity (h) and nucleotide diversity
(m) were 0.795+0.037 and 0.0062+0.0046, for control region sequencing, respectively. The
results of Fybased on kimura- 2 parameters method and analysis of molecular variance
(AMOVA) demonstrated that most variations occurred among the samples, and between
samples of the Sefidrud and Russia and Azerbaijan are statistically significant (P<0.0001).
Therefore, three distinct populations including Sefidrud, Russia and Azerbaijan were
identified. As mtDNA control region is a highly variable segment, it may be used as a
potential marker for identifying populations and for determining their management and
conservation units, leading to the useful application of molecular markers in investigating
conservation genetics of the Persian sturgeon.
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